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Effect of transfection of human antisense DNA MTase gene on expression of DNA
MTase gene mRNA in SMMC-7721 cells line

ZHANG Hong, XIAO Wermrhua, LIANG Hou jiee FANG Diarrchun, YANG Shi-ming LUO Yuarrhui (Depatment of Onwlogy and Hematology, South-
west Hospital, Third Military Medical University, Chongging 400038, China)

Abstract: Objective To investigate the effect of the transfection of human antisense DNA MTase gene on the expression of ectogenetic DNA
MTase gene mRNA of the human hepatocarcinoma cell line SMMC-7721. Methods The constructed sense and antisense DNA MTase gene eukary-
otic expression vectars were transfected into the hepatocarcinoma cell line SMMC-7721 by liposome DOTAP. The changes of the expression of DNA
MTase gene mRNA were observed by RT-PCR. Results The constructed recombinant veciors were succesdully transfected into SMMC-7721 cell
line with liposome DOTAP and affirmed by amplifying the ectogenetic NeoR gene with PCR. Decrease of the DNA MTase gene mRNA was found in
the SMMC-7721 cell line tranfected with antisense DNA MTase gene fragment after being detected with RT-PCR. Conclusion  Transfection of hu-
man antisense DNA MTase gene was a valid way to inhibit the expression of DNA MTase gene of the SMMC-7721 cell line may be helpful for the der-
standing the wle of DNA MTase in the hepatocarcinoma.
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Tab 1 Number of G418 resistant cell clones formed after transfection

No. of transfection times Rate of clone

Cell type No. of celk

2 3 formation (x £=s)
7721 105 0 0 0 040
7721-S 105 27 29 25 2742 **
TI21-AS 105 14 17 19 17432

*, P<0.05, %, P<<0. 0l v goup 77215 /> P<Q 05 s group 7721-S
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Fig 3 Identification of the recombinant vectors
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